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“Where it’s at”, -web page on the PSI site

• http://www.psidev.info/index.php?q=node/281
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Merged CV loaded into the IntAct editor

IntAct kickstart: http://www.ebi.ac.uk/~intact/devsite/local_install.html
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Up to date
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Annotation of binder and target data
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Annotation of binder and target data

•Experimental scopes:
• Purification from sample and extracts, immunization, generation 

of hybridoma, epitope mapping, affinity determination, cross-
reactivity assessment, validation of binders for experimental 
techniques (WB & ELISA)…

•Experimental techniques:
• ELISA, WB, extraction, HPLC, immunization, pull down, MS, 

•Molecule/Material types (“interactor types”):
• Proteins, mAbs, viruses, serum, lysates, cell lines, hybridoma, 

media..
Data from different sources (e.g. articles or labs) can be merged when 
viewed giving more information about binder and targets.
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Annotation, -the good news

• The exchange format can capture the data minimum 
requirements data in the annotated articles.

• The CV and the representation is now more “IntAct-like”
than before which should ease the compatibility with the 
various IntAct tools.
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Annotation, -the bad news

• Different concepts for molecular 
interactions and binder-target data 
results in suboptimal semantics:
• For example the –”interaction types”

CV corresponds to the experimental 
scopes of binder and target production 
and characterization 
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Current compatibility issues with IntAct

• Functionality not implemented in the editor:
• Parameters (numeric values with an unit e.g. molecular weight, kinetics, 

affinity, temperature..)
• New interactor types such as “antibody”, “virus” etc.
• Experimental preparation terms
• Annotation of data without an article. For ProteomeBinders internal data 

there will be no publication.
• Non-“PSI-MI CV terms” that have not been loaded:

• Cell lines for elements: “source”, “expressed in” and “hostOrganism”
• The “negative” annotation topic for labelling non-occurring interactions

• PSI-MI CV terms that fail to load into the editor:
• Many but not all CV terms for experimental roles. The reason to why just 

some terms are not imported is unknown.
• Modifications are needed to export data in XML format
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Controlled Vocabulary

• To what extent will the Bordeaux “ligand binder ontology”
be useful also for the exchange format CV?

• There is much work on writing the definitions for the new 
CV terms. Can this be a shared effort?

• (Question for EBI primarily: Should the ProteomeBinders 
CV and PSI-MI CVs be maintained as 1 joint CV?)
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Minimum requirements

• The minimum requirements are not “minimum” enough
• PSI minimum requirements documents for other types of data 

have been made less extensive in the refinement process.
• Examples of info that might be excluded are:

• Structural characteristics and biophysical properties (are often
available via referenced databases)

• The location of binding sites (e.g. epitopes and paratopes) 
(this information is often not available)

• Could/Should ProteomeBinders have more extensive minimum 
requirements than PSI does?
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What’s next
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“ligand binder ontology”

W
H
A
T

WHEN

W
H
O




